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Name Toshikazu Ushijima ‘“]
Affiliation Hoshi University AR
Country Japan .
Major Field Cancer epigenetics .
Educational Background =
1980-1982  School of Liberal Arts, Tokyo University )
1982-1986 Medical School, Tokyo University a4
1997 Doctor of Medicine, Tokyo University .
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Professional Experience E o
1986-1988 Physician in training, Tokyo University Hospital -
1988-1989 Hematologist, Kanto-teishin Hospital ki
1989-1991 Research Resident at National Cancer Center Research Institute (NCCRI) -
1991-1994 Research Staff, Carcinogenesis Division, NCCRI 5 %
1994-1995 Post-doctoral fellow, Center for Cancer Research, MIT R 22
1994-1999 Section Head, Carcinogenesis Division, NCCRI :
1999-2022  Chief, Carcinogenesis Division (Division of Epigenomics in 2010), NCCRI 7\-". :
2011-2014 Senior Deputy Director, NCCRI |
2020-2022 Deputy Director, Japan Health Research Promotion Bureau (JH)

2022- President, Hoshi University
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